Figure lA 

1 AATTCGGCACGAGGGAAATTCAAGCACTTTTCCTAAAAGAAGGGGGAATGGATGCTGAAA 6 0 

6 1 CAACACGTnTCCCACAAAGGGAGCAGACACTGGGCTTGTGAAGCTGCCCCATACCTTCCC 120 

121 CACAGAACTGGGGTCCGGCCTCCCTGACATGCAGATTTCCACCCAGAAGACAGAGAAGGA 180 

131 GCCAGTGGTCATGGAATGGGCTGGGGTCAAAGACTGGGTGCCTGGGAGCTGAGGCAGCCA 240 

241 CCGTTTCAGCCTGGCCAGCCCTCTGGACCCCGAGGTTGGACCCTACTGTGACACACCTAC 3 0.0 

301 CATGCGGACACTCTTCAACCTCCTCTGGCTTGCCCTGGCCTGCAGCCCTGTTCACACTAC 360. 

1 MRTLFNLLWLALACSPVHTT 20 

3 61 CCTGTCAAAGTCAGATGCCAAAAAAGCCGCCTCAAAGACGCTGCTGGAGAAGAGTCAGTT 420 

^ . 21 LSKSDAKKAASKTLLEKSQF 40 

q ....... 

a 4 21 TTCAGATAAGCCGGTGCAAGACCGGGGTTTGGTGGTGACGGACCTCAAAGCTGAGAGTGT 4 8 0 

jjj 41SDKPVQDRGLVVTDLKAESV 60 

w 

^'^^ 481 GGTTCTTGAGCATCGCAGCTACTGCTCGGCAAAGGCCCGGGaCAGACACTTTGCTGGGGa 54 0 

On 61 VLEHRSYCSAKARDRHFAGD SO- 

" .541 TGTACTGGGCTATGTCACTCCATGGAACAGCCATGGCTACGATGTCACCAAGGTCTTTGG 600 

^ 81 VLGYVTPWNSHGYDVTKVFG 100 

E~ I 

1^ ...... 

nj 601 GAGCAAGTTCACACAGATCTCACCCGTCTGGCTGCAGCTGAAGAGACGTGGCCGTGAGAT 66 0 

p 101 SKFTQISPVWLQLKRRGREM 120" 

...... 

661 GTTTGAGGTCACGGGCCTCCACGACGTGGACCAAGGGTGGATGCGAGCTGTCAGGAAGCA 720 

121 FEVTGLHDVDQGWMRAVRKH 140 

721 TGCCAAGGGCCTGCACATAGTGCCTCGGCTCCTGTTTGAGGACTGGACTTACGATGATTT 78 0 

141 AKGLHIVPRLLFEDWTY DDF 160 

781 CCGGAACGTCTT AGACAGTGAGGATGAGATAGAGGAGCTGAGCAAGACCGTGGTCCAGGT 84 0 

161 RNVLDSEDEIEELSKTVVQV 180 
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Figure IB 

8 41 GGCAAAGAACCAGCATTTCGATGGCTTCGTGGTGGAGGTCTGGAACCAGCTGCTAAGCCA 900 

181 AKNQHFDGFVVEVWNQLLSQ 200 

901 GAAGCGCGTGACCGACCAGCTGGGCATGTTCACGCACAAGGAGTTTGAGCAGCTGGCCCC 960 

201 KR VTDQLGMFTHKE FEQLAP 220 

961 CGTGCTGGATGGTTTCAGCCTCATGACCTACGACTACTCTACAGCGCATCAGCCTGGCCC 102 0 

221 VLDG FSLMTYDYSTAHQPGP 240 

10 21 TAATGCACCCCTGTCCTGGGTTCGAGCCTGCGTCCAGGTCCTGGACCCGAAGTCCAAGTG 1080 

241 N.APLSWVRACVQVLDPKSKW 260 

1081 GCGAAGCAAAATCCTCCTGGGGCTCAACTTCTATGGTATGGACTACGCGACCTCCAAGGA 114 0 

261 RSKILLGLNFYG MDYATSKD. 280 

O ^ 

1141 TGCCCGTGAGCCTGTTGTCGGGGCCAGGTACATCCAGACACTGAAGGACCACAGGCCCCG 1200 

^ 281 AREPVVGARYIQTLKDHRPR 300 

W * 1201 GATGGTGTGGGACAGCCAGGYCTCAGAGCACTTCTTCGAGTACAAGAAGAGCCGCAGTGG 126 0 

SJ 301 MVWDSQXSEHFFEYKKSRSG 320 



12 61 GAGGCACGTCGTCTTCTACCCAACCCTGAAGTCCCTGCAGGTGCGGCTGGAGCTGGCCCG 13 20 
321 RHVVFYPTLKSLQVRLEL AR 340 



5%i 13 21 GGAGCTGGGCGTTGGGGTCTCTATCTGGGAGCTGGGCCAGGGCCTGGACTACTTCTACGA 13 3 0 



341 ELGVGVS IWELGQ GLDYFYD 360 



13 81 CCTGCTCTAGGTGGGCATTGCGGCCTCCGCGGTGGACGTGTTCTTTTCTAAGCCATGGAG 144 0 
361 L L * 362 



14 41 TGAGTGAGCAGGTGTGAAATACAGGCCT t CACTCCGTT AAAAAAAAAAAAAAAAAAAAAA 1500 



1501 



AAAAAAAAAAAAAAA 1515 



Figure 2 
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Figure 3A 



1 GGCACGAGCCACCTCGGCCCCGGGCTCCGAAGCGGCTCGGGGGCGCCCTTTCGGTCAACA 6 0 
6 1 TCGTAGTCCACCCCCTCCCCATCCCCAGCCCCCGGGGATTCAGGCTCGCCAGCGCCCAGC 120 



121 CAGGGAGCCGGCCGGGAAGCGCGATGGGGGCCCCAGCCGCCTCGCTCCTGCTCCTGCTCC 130 
1 MGAPAASLLLLLL13 



131 TGCTGTTCGCCTGCTGCTGGGCGCCCGGCGGGGCCAACCTCTCCCAGGACGGCTACTGGC 24 0 
14 LFACCWAPGGANLSQDGYWQ 33 



241 AGGAGCAGGATTTGGAGCTGGGAACTCTGGCTCCACTCGACGAGGCCATCAGCTCCACAG 3 00 
34 EQD LELGTLAPLDEAISS-TV 53 



3 01 TCTGGAGCAGCCCTGACATGCTGGCCAGTCAAGACAGCCAGCCCTGGACATCTGATGAAA 3 60 
54 WSSPDMLASQDSQPWTSDET 73 



3 61 CAGTGGTGGCTGGTGGCACCGTGGTGCTCAAGTGCCAAGTGAAAGATCACGAGGACTCAT 4 20 
^ 74 VVAGGTVVLKCQVKDHEDSS 93 



421 CCCTGCAATGGTCTAACCCTGCTCAGCAGACTCTCTACTTTGGGGAGAAGAGAGCCCTTC 4 80 
94 LQWSNPAQQTLYFGEKRALR113 



4 81 GAGATAATCGAATTCAGCTGGTTACCTCTACGCCCCACGAGCTCAGCATCAGCATCAGCA 540 
114 DNRIQLyTSTPHELSISISN 133 



5 41 ATGTGGCCCTGGCAGACGAGGGCGAGTACACCTGCTCAATCTTCACTATGCCTGTGCGAA 600 
134 VALADEGEYTCSIFTMPVRT 153 



y,' 6 01 CTGCCaAGTCCCTCGTCACTGTGCTAGGAATTCCACAGAAGCCCATCATCACTGGTTATA 660 

154 "AKSLVTVLGI PQKP I ITGYK 173 

661 AATCTTCATTACGGGAAAAAGACACAGCCACCCTAAACTGTCAGTCTTCTGGGAGCAAGC 72 0 

174 SSLREKD TATLNCQSSGSiCP 193 

721 CTGCAGCCCGGCTCACCTGGAGAAAGGGTGACCAAGAACTCCACGGAGAACCAACCCGCA 7 80 

194 AARLTWRKGDQELHGEPTRI 213 

7 81 TACAGGAAGATCCCAATGGTAAAACCTTCACTGTCAGCAGCTCGGTGACATTCCAGGTTA 84 0 

214 QEDPNGKTFTVSSSVTFQVT 233 



341 CCCGGGAGGATGATGGGGCGAGCATCGTGTGCTCTGTGAACCATGAATCTCTAAAGGGAG 900 
234 REDDGAS I VCSVNHESLKGA 253 



Figure 3B 



901 CTGACAGATCCACCTCTCAACGCATTGAAGTTTTATACACACCAACTGCGATGATTAGGC 960 

254 DRSTSQRXEVLYTPTA-MIRP 273 

961 CAGACCCTCCCCATCCTCGTGAGGGCCAGAAGCTGTTGCTACACTGTGAGGGTCGCGGCA 102 0 

274 DPPHPREGQKLLLHCEGRGN 293 

10 21 ATCCAGTCCCCCAGCAGTACCTATGGGAGAAGGAGGGCAGTGTGCCACCCCTGAAGATGA 108 0 

294 PVPQQYLWEKEGSV PPLKMT 313 

1081 CCCAGGAGAGTGCCCTGATCTTCCCTTTCCTCAACAAGAGTGACAGTGGCACCTACGGCT 114 0 

314 QESALIFPFLNKSDSGTYGC 333 

1141 GCACAGCCACCAGCAACATGGGCAGCTACAAGGCCTACTACACCCTCAATGTTAATGACC 1200 

334 TATSNMGSYKAYYTLNVNDP 353 

. 1201 CCAGTCCGGTGCCCTCCTCCTCCAGCACCTACCACGCCATCATCGGTGGGATCGTGGCTT 12 60 

y 354 SPVPSSSSTYHAIIGGIVAF 373 

m 1261 TCATTGTCTTCCTGCTGCTCATCATGCTCATCTTCCTCGGCCACTACTTGATCCGGCACA 1320 

y 374 IVFLLLIMLIFLGHYLIRHK 393 

01 13 21 AAGGAACCTACCTGACACATGAGGCAAAAGGCTCCGACGATGCTCCAGACGCGGACACGG 13 30 

SJ 3 94 GTYLT HEAK GSDDAPDADTA 413 

Q 13 81 CCATCATCAATGCAGAAGGCGGGCAGTCAGGAGGGGACGACAAGAAGGAATATTTCATCT 144 0 

@ 414 I INAEGGQSGGDDKKEYF I * 433 



1441 AGAGGCGCCTGCCCACTTCCTGCGCCCCCCAGGGGCCCTGTGGGGACTGCTGGGGCCGTC ■ 1500 



1501 ACCAACCCGGACTTGTACAGAGCAACCGCAGGGCCGCCCCTCCCGCTTGCTCCCCAGCCC 15 60 



15 61 ACCCACCCCCCTGTACAGAATGTCTGCTTTGGGTGCGGTTTTGT ACTCGGTTTGGAATGG 162 0 



16 21 GGAGGGAGGAGGGCGGGGGGAGGGGAGGGTTGCCCTCAGCCCTTTCCGTGGCTTCTCTGC 163 0' 



16 81 ATTTGGGTTATTATTATTTTTGTAACAATCCCAAAGCAAATCTGTCTCCAGGCTGGAGAG 174 0 



1741 GCAGGAGCCCTGGGGTGAGAAAAGCAAAAAACAAACAAAAAACAAAACCCTGGAGTGTTA 1800 



1301 



GGAGGAGAGTGAAGGTAGAGGGGTGAGGAAGGGTAAGGGGCAGGGCTGGTTTCAGCTGGG 



1850 



Figure 3C 

1861 GGCTCTCACCAGCCCTCCTTTCAGCCTCTACAACAGAGCAGCTTCCCAGACTTCTCCAGG 1920 

1921 AACCCAGAAACGGGATGGTTGTCGGCAAAGGTTGGGAGTGGCTTTTCCTCTGGTAGCCAC 1930 

1981 AC ACCTGAGCACTACGGACAGGGAGGCAGGTGCCACCTTGACACCTCTCTTCCATAGCAA 204 0 

2041 TGGGAAAGTGATGAGTGCGGGAGTCCTGAGGAGATGTGGCCTGCAGACAACATGCAGCCA 2100 

2101 TGCAGGGACCCAGGACTGTAACCTGGGGAGGACGCGGGTCCCTGCAAGGAAGAGTAGATT 2160 

2161 TGGAGAGGAAGGATGGAGGTGGACTCTCACCCCATTCCCCCCGGAAATGAACAAAGCCGG 222 0 

22 21 GCCCTTTCCATAGGAACTGCCCTTGGAGATAGCAGAGTGTGGCTGCCCCTCCTTGCTCCA 228 0 

Q 22 81 GCAGCAGTGGGAGAGGCACTGCTCTGGGGCCTGAACTGCCTCTGCTTCCCCCCCTGAGGG 234 0 

2341 ■ GCCCCTCACTCTTACCCAAGACTCTGGATTGTTGCACGGCAACCACTCCTCCCATGGCAT 2400 

24 01 TGCTCAGCAACTACTTCTCCCTTCCCGGCCACCCTGTGCCCCCTTCCTGGTCCCAACGCC 24 60 

2461 AGCCCTTCATCCTTCCTCCCTCAGCAGCCAGGCAGACATAACAACAAAACTACTAAAAGG 2520 
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2521 AAAAAAAAAAAAAAAAA 2537 



Figure 4 
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Figure 5A 

1 GGCCIGGCAC CMGAGGAOG CCIGGGCCK: TGCCmCT GGIGOC-CK: OGGOGGGAG 50 
1 MRTPGPLPVLLLLLAG16 



61 CCCCGGCGGC GOGGCCOVCT CCCCOGACCT GCTACTCCOG CMGamX CTGAGCCAGG 120 
17APAA RPT PPT CYSR MRA LSQ 36 



121 AGATCACCCG OGACTmC CTCCIGCAGG TCTOGGAGCC CTOGGftGCCA IGTGTCSGAT 180 
37EITR-DFN LLQ VSEP SEP CVR. 56 



181 ACCIGCCCAG GCICIACCIG GACAIACACA AmCIGIGT GCIGGACAAG CIGGGGGACT 240 
57YLPR LYL DIH NYCV LDK LRD 76 



241 TIGTGGCCrC GCCCOOG?IGr TGQWOGG (Xm^GTAGA TTCCTIGAAG GACAAAGCAC 300 
77FVAS PPC WKV AQVD SLK DJCA 96 



301 GGAAGCIGTA CACCATCAIG AACTQGncr GCAGGftSAGA TTIGGIAITC CIGTIGGAIG 360 
97RKLY TIM NSF CRRD LVF LLD116 



361 ACTGCAAIGC CnGGAAIAC CCAATCCCAG TGACIADGGT CCIGOMT GGTCAGCGCr 420 
117DCNA.LEY PIP VTTV LPD RQR .136 



421 AM3QGAACrG Mmm€A AAGAAOOCAA GPGAACTAAA GnMGTCAG CIMTAGAC 480 



Figrure 5B 

481 TrAATGGGCC iOC-CCADm CCCrCA(3GG TCTIGrGTm GTIGTATCIG monnm 540 

541 G?EATcrcicr imrcm aaacagggct GGiArrccm cccMmcc tccttigagc 6oo 

601 ArAGAGTTAG G\ACCaTGCr TCTCATTCCC TTGA.CICAIG TCIT3COGG ArGGITAGAT 660 
661 AGOGCAIG TTGAnrGGT aCCIAAAM GAAGAAAAGG AdAACMr TTCACnm 720 
721 TGAACAACm TITIGSGAAC ATGCACAATA GTAIGrmT AmCIGGIT MGGMJIA 780 
781 ATGGiaCnT TAITCnTCr TGfflSGAMC CIGCmCAT TTAACCAAGC TTCIMTAIG 840 

841 crmTrcm pooGcn xcrrcAcrGT cnrcMm maagaaatt' AATGcrcm 900 

901 AGAIAIAIAT TIWGTAGT GCIGA.(3GGA CCCACTCnT OVITGAAACG TGAIGAJ\AAT 960' 

961 cmnmA atctcitcac aigaraaam mm sse 



Figure 6 
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